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Abstract :

The Chinese pangolin (Manis pentadactyla) are one of the most endangered animals in the w
Most populations declined dramatically in mainland China and Indochina Peninsula. In Taiwar
fortunately, there are stable population of this species but they still face to the pressure of
smuggling, Road killings, habitats destruction or fragmentation, and dog attacks. However, thg
population structure is not clear enough in Taiwan, which impede us to make an accurate
conservation strategy. This project works on population genetic diversity of pangolin in Taiwar
according to DNA mutation information from both mitochondrial DNA (mtDNA) and nuclear DN
(nDNA). Furthermore, we connect several wild animal rescue centers across Taiwan and mac
cooperation plan with them for samples from local pangolin populations. After serious of lab w
the sequencing results of tested samples were analyzed with the MEGA-X with the neighbor
joining (NJ) method to construct the phylogeny tree of Taiwanese pangolin. In this study, a tot
2 nDNA genes (intron 7 of B-fibrinogen and titin) and 2 mtDNA genes (cytochrome b and D-Lc¢
were analyzed. The 4 genes were successfully sequenced 61, 64, 64, and 56 respectively. Th
results based on 2 mtDNA genes detected a monophyletic group in eastern Taiwan, and very
genetic interaction across different areas. At present, this project has established the prelimin
population genetic information of Taiwanese pangolins, which will provide important scientific
ground of pangolin population structure and understand their dispersal patterns.

B4t Keywords @ 4 %% L7 ~ i @ i%5 ~ mtDNA ~ nDNA -~ intron 7 of -
fibrinogen -~ titin ~ cytochrome b ~ D-Loop
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